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Identification of a Bacillus amylolique faciens Strain and

Preliminary Research on Its Antifungal Activity

ZHAQO Hui, LU Chuan-tao”™ ,LIU Hong-yan, LIU Yu-xia, NI Yun-xia, WANG Peng-tao
(Institute of Plant Protection, Henan Academy of Agricultural Sciences/Key Laboratory of IPM of Pests on
Crop(Southern North China) , Ministry of Agriculture/Key Laboratory of Crop Pest Control of Henan,
Zhengzhou 450002 ,China)

Abstract; A bacterial strain B10-26 with antifungal effect was isolated from the continuous
cropping sesame field. To determine its classification status and evaluate its inhibitory effects on
sesame pathogenic fungi, antifungal action of B10-26 was determined using plate test and toxic
media method. Identification of the strain B10-26 was carried out by means of phenotypic characteristics
observation, physiological and biochemical indexes determination and molecular technique. The results
showed that the cells and the active substances of this strain both had high inhibitory effects on
sesame pathogenic fungi such as Macrophomina phaseolina , Fusarium oxysporum , Corynespora
cassiicola y Helminthosporium sesami. Analysis of 16S rDNA sequences only identified B10-26 to
the genus Bacillus. It was 100% homologous to B. amyloliquefaciens by analysis of ITS
sequences. The strain B10-26 was confirmed as a strain of B. amylolique faciens by combination of
phenotypic characteristics, physiological-biochemical properties and phylogenetic analysis result of
ITS sequences.
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