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Abstract.: To investigate the distribution of virulence genes of 15 strains of Escherichis coli 0157: H7
isolated from bovines in Henan province, four pairs of primers of virulence genes (hlyA,eaeA,sixl ,and
stx2) of Escherichis coli O157: H7 were designed and synthesized ,and the virulence genes were detected
through PCR amplification. The results showed that gene type of six strains were hlyA * /eaeA " /stx1 ~/
stx2* , one strain was hlyA " /eaeA " /stx] ~/stx2 " and the other eight strains isolated were hlyA ™/
eaeA ~ /stx] " /stx2 ~ ,respectively. This result showed that there were at least three virulence genotypes in

0157: H7 isolated from bovine in Henan province.
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