7T dg R A ,2015,44(6) :34-37

Journal of Henan Agricultural Sciences

doi:10. 15933/j. cnki. 1004-3268.2015. 06. 007

R = 4% 5k B F NtWRKY - R1 BU% RGBS E

taa' KA A R R T
(LR AL K2 A A Bk 2 B, T R A 4500025 2. 9] g ARl K [ GEMH R R B B S &, T g M 450002 )

WE. AHTIEEHFHTF NtOWRKY - R1 #925 8 & 3, A 2% NtWRKY - R1 #9445
TARE BB, 5 5 M2 3 B4 & ik B4k pGBKT7 ¥ 15 GAL4 45 DNA %5 A3 Gk &, i it B 5 W 22 &
KA E NIWRKY Rl KRG B H4% %S CAIABD S Z R BB ELEMB, FFEBFLRIEE
5 TiZAFEFRGKREN N T5 NRABRE LA C %80 MNAABMALT,

K4 ME,; NIWRKY - R1; 3 F g E 8, B

FESEE. S572;TS41 73 XERARERS: A XEHE . 1004 -3268(2015)06 — 0034 - 04

Identification of Activation Domain of Tobacco

Transcription Factor NtWRKY-R1

YANG Jinmiao' ,SONG Dandan',ZHOU Qi',SONG Hailong® ,ZHAO Yuze',LIU Weiqun'>"
(1. College of Life Science,Henan Agricultural University,Zhengzhou 450002 , China;
2. Key Laboratory of National Tobacco Cultivation, Henan Agricultural University,Zhengzhou 450002, China)

Abstract: To identify the activation domain of tobacco transcription factor NtWRKY-R1, coding region of
NtWRKY-R1 was separated to seven fragments and then were fused with GAL4 BD ( DNA binding do-
main) on pGBKT?7 vector in this work. The yeast two hybridization assay showed that NtWRKY-R1 could
activate the transcription initiation of GAL4 BD ,and the activation domain of NtWRKY-R1 was localized

in 75 residues at N-terminus and 80 residues at C-terminus of NtWRKY-R1.

Key words: tobacco; NtWRKY-R1; transcriptional activation domain; yeast two hybridization
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