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Identification and Analysis of Mitochondrial Haplotypes of
Phytophthora infestans in Northeast and North China by PCR
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Abstract; To understand the composition and polymorphism of mitochondrial haplotypes of Phytophthora
infestans in Northeast and North China, one hundred and sixty three P. infestans isolates were collected
from five provinces (region) of the two areas in 2013 and their mitochondrial haplotypes were identified
and analyzed by PCR. The results showed that the percentage of type I was 38. 65% and the rest
61.35% belonged to type II ,which were distinguished by HVRi. The percentages of type R, ,R, and R;,
which were distinguished by HVRii, were 1.85% ,4.90% and 93. 25% , respectively. Haplotypes [R,
and IR, were dominant and widely distributed in the Northeast and the North China. The percentages of
haplotypes IR, and IR, were 36. 81% and 56. 44% , respectively. The composition of mitochondrial
haplotypes of P. infestans was weakly different in the tested five provinces (region). Only a few strains
with IR, occurred in Hebei and Liaoning provinces,and its percentage was 4. 91% . Haplotype IR, only
distributed in Heilongjiang province, and its percentage was 1. 84% . Mitochondrial haplotypes of P. infes-

tans were similar in the Northeast and the North China, however their polymorphism was different in the
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five tested provinces(region) . Therefore, the mitochondrial haplotypes of P. infestans had a certain rela-

tionship to their geographical origin.
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