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Isolation and Identification of an Aflatoxin Bl Degradation Bacterial

Strain and Optimization of Its Culture Conditions
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Abstract; To screen an aflatoxin BI (AFB1) degradation bacteria,the AFBI pollutted feedwas detoxificated
by biological way. At the first screening, AFB1 structural analogues coumarin was the sole carbon source
and energy. The growing bacteria was selected in the nutrient solution with 500 wg/L AFBI1 for the second
screening. The species was identified according to the colony morphology observation, physiological and
biochemical test and 16S rRNA sequence analysis. The medium components were optimized according to
absorbance value at wavelength of 600 nm. The results showed that a stable AFB1 degradation bacteria
was isolated and was identified as Bacillus methylotrophilus. The bacteria was named WZ-4 and its 16S
rRNA gene sequence registration number in GenBank was KJ855772. The degradation rate of WZ-4 was
75.25% when the temperature was 36 °C ,pH value was 7.0 ,inoculation quantity was 5% ,AFBI1 content
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was 500 pwg/L and the fermentation time was 72 h. The best carbon source was maltose, and the best

nitrogen source was peptone. 0.05% Mg’ ,Ca’" ,Cu’" and Fe’" could inhibit the growth of the strain,

Mg’ " had the minimal inhibitory effect,Cu’* had the largest.
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B0 BRI R, T 252 3 U R R 0 O R 9 BTl L, 4l
IR AE TR AR o

1.2.3 @A A% BP0 E AR — R T 10 mL
P F 353,36 °C 150 r/min 3535 24 h, HL 50 pL
PRARRh IR & 945 mL R FERE R MG 1.5 mL
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