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Screening of the Strains of Black Mold Producing
Xylanase Stable to Acid and Protease

LIU Xinryu, LI Xue-qin, WANG Ming-dao,JIANG Chen-bing, CHEN Hong-ge*
(College of Life Science, Henan Agricultural University,Key Laboratory of Enzyme Engineering of

Agricultural Microbiology, Ministry of Agriculture,Zhengzhou 450002, China)

Abstract: The residue activities of the crude xylanases of nine mold strains were determined after

the enzyme preparation were exposed to acid, pepsin and typsin, repectively, simulating the fowl

gastrointestinal environment. The results show that there are lower stabilities to acid and pepsin,

with less than 50% and 20% of residue xylanase activities,repectively. However, the stabilities of

these xylanases to trypsinase are evidently different, with a range from 30% to 90% of residue xy-

lanase activities. Amongst all the strains, Xylanses produced by Aspergillus niger 3092 and

Aspergillus niger UV11 were more resistant to both acid and protease,suggesting good perform-

ance in the digestive tract as a feed supplement.
Key words: xylanase; pepsin; trypsinase; gastric acid
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