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Cloning and Analysis of STK Disease Resistant
Gene Analogs in Millet
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Abstract: According to the conserved amino acid domains of STK (serine/threonine kinase) dis-
ease resistant genes,the corresponding degenerated primers were synthesized. And then the resist-
ant gene analogs were isolated by PCR amplification from Setaria italica Beauv. cultivar Shilix-
iang and Yugu NO. 1, which were resistant and susceptible to Uromyces setariae-italicae infec-
tion, respectively. The result showed that a piece of 474 bp STK-like sequence containing PKc
conservative domain was obtained from Shilixiang. BLASTP analysis result showed that it had
71% to 76 % homology with Triticum aestivum rust resistant kinase Lrl0,Oryza sativa serine/
threonine kinase receptor PR5K, Zea mays serine/threonine kinase receptor 1, Avena sativa ki-
nase receptor LRK10 and so on. The STK disease resistant gene analog obtained from cultivar
Shilixiang might be rust-resistant related gene in S. italica Beauv.
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