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Abstract: In order to study the function of P22 peptide on the VP2 protein of infectious bursal
disease virus (IBDV), the sequence of P22 peptide was designed according to three dimensional
structures of VP2 on IBDV. P22 peptide was synthesized and expressed in E. coli BLL21 (DE)
strain. After purification and renaturation, P22 peptide was analyzed by SDS-PAGE, Western-blot
and IBDV rapid diagnostic strip. The results showed that the molecular weight of P22 peptide is
about 16 kD and can be detected by anti-His monoclonal antibody. IBDV rapid diagnostic strip can
interact with P22 peptide,indicating that anti-IBDV monoclonal antibody can detect P22 peptide
specifically.
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