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Abstract: Soybean genotype might be one of the most important factors that influenced Agrobac-
terium rhizogenes transformation. In order to screen soybean genotypes with high transformation
efficiency, K599 Agrobacterium rhizogenes harboring a binary vector pBI121 with GUS gene was
used to inoculate different hypocotyls of different soybean genotypes. Suitable soybean genotypes
were chosen to conduct histochemical staining for GUS gene and RT-PCR analysis according to
the differences of hairy roots inducing rate and the number of roots when hairy roots grown. The
results showed that there were great differences among 34 soybean genotypes in hairy roots indu-
cing rate and the number of roots. Among them 20 soybean genotypes whose hairy roots inducing
rate over 60% and number of roots per plant more than 1. 6, were chosen to detect GUS histo-
chemical staining,indicating Y091,Z184,P108 and L.010 showed higher transformation frequencies
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of 96.2%,91.7%,87.5% and 86.4%. Further RT-PCR analysis of those 4 soybean genotypes re-
vealed GUS gene were transcribed correctly. It was indicated that soybean genotypes Y091,Z184,

P108 and L010 were ideal receptor materials for Agrobacterium rhizogenes transformation.
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X-Gluc W A4 50 mmol/L Na, PO, « 12H,O(pH
=7.0),10 mmol/L Na,EDTA., 0. 1% (V/V)
Triton X-100, 50 mmol/L K; [ Fe (CN); J,
50 mmol/LL K, (Fe(CN);J « 3H,0,0. 5 mg/mL
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GUS 3H .

FWEBI% GmTubulin-F .5 -AACTCCATTT
CGTCCATTCCTTC3' 5 F#21% GmTubulin-R.
5'-TTGAGTGGATTCCCAACAACG-3' i 3k ¥ 1t
GmTubulin &N, PCR Y 1T 28 MG . PR
P95 °C,10 min; B MEHAEM: 95 °CL,30 s;18 Kk 57
C,30 s;4E 8 72 °C,30 s, PCR & & 145 cDNA 20
ng.2 X Tag MasterMix(Il§ [§ CWBio J§ H{lt41) 10
pL.GmTubulin FEH 5|9 mix(10 pmoD 1 L, SR FR
20 L,

Bl ¥ GUSF. 5'-ATGTTACGTCCTG-
TAGAAACCCC-3' 5 Fi#s1 ¥ GUS-R.5'-TCAT-
TGTTTGCCTCCCTGCT-3'H sk ¥4 GUS ® .
PCR ¥ ¥t 17 40 MEH ., WAEM 95 C, 10 min;
AR 95 °C .30 s;iB Kk 65 “C.30 s; TEAf 72
‘C,2 min 30 s, PCR & & 45 ¢cDNA 20 ng.2 X
Tag MasterMix 10 pL., GUS 3 5] ¥ mix
(10 pmoD) 1 pL, B8R R 20 ul.
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7216 95.8 4.0 7061 66.7 2.1
Y091 92.9 2.9 7022 66.7 1.6
L1010 90. 6 2.6 7056 62.5 1.7
7152 88.2 2.2 7006 62.5 1.6
7040 88.0 2.5 F127 58.8 1.5
7059 85.7 2.2 F147 55.6 1.6
7532 82.8 1.9 72050 55.6 1.4
7001 81.0 1.9 F128 52.9 1.4
7033 80.0 2.0 F132 50.0 1.0
7005 79.2 2.1 2007 45.5 1.2
P108 78.6 2.5 7081 40.9 1.0
7013 78.3 1.6 F142 37.5 0.8
7184 73.3 2.0 7102 34.4 0.7
7014 71.4 1.6 7098 26.7 1.0
7063 70. 4 1.6 F131 22.2 0.3
7111 66.7 2.4 7035 15.4 0.3
7406 66.7 1.7 7043 14.0 0.1
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£2 2040MKEEEE GUS ERHL I E

- Yo fhy JR GUS [ GUS # KN
ERD W/ % N
7216 78 44 56.4
Y091 26 25 96. 2
1010 44 38 86. 4
7152 30 11 36.7
7040 58 27 46. 6
7059 54 18 33.3
7532 59 42 71.2
7001 54 24 44,4
7033 45 26 57.8
7005 41 26 63.4
P108 32 28 87.5
7184 48 44 91.7
7014 25 17 68.0
7063 39 20 51.3
7111 51 32 62.7
7406 28 17 60. 7
7061 40 24 60.0
2022 40 26 65.0
7056 54 32 59.3
7006 27 13 48.1
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