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Abstract: Bovine viral diarrhea virus mainly infects cow,especially calves,and causes the disease
with clinical features of diarrhea (acute symptoms) and mucosal disease (persistent infection with
chronic symptoms). With the purpose to provide a reference for its prevention and control, the

new progresses of bovine viral diarrhea pathogen characteristics, molecular and serological epide-

miology were summarized in this review.
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